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In data-dependent analysis,
peptides are identified by database search OUR AIM

of collision-induced dissociation MS/MS spectra.
Increase

* confidence of peptide identification

What is the optimal collision energy
for peptide fragmentation?

* number of identified compounds

* sequence coverage of proteins

Literature definitions <::> Definition in this work OUR APPROACH

INTRODUCTION

* Maximum intensity for * Practical approach:
a fragment ion type or transition peptides identified with highest confidence * map the score — collision energy dependence
* Producing a given * Confidence described as high score: * find optimal settings
survival yield low chance of the database search identification
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spectrum for each
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METHODOLOGY
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