Understanding Mammalian Metabolic Flux into N-glycans by Stable Isotopic Tracing
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13C-Glucose flux for 12, 24, 48 and 72 hrs. into N-Glycan demonstrates similar impaired
metabolic flux in PMM2-CDG cell lines of ™>N-Glutamine. The data shows a profound
difference with complex glycans and high mannose versus low mannose. The flux
linearity differs from glutamine because the complex glucose metabolism, which affects a
variety of monosaccharides at different stages of mammalian metabolic pathway into N-
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Our method provides an important paradigm to study mammalian metabolic flux into N-
otomne .. linked protein glycosylation both in vitro and in vivo.
= (1a) "Ny-Glutamine Infusion. (1b) Human Fibroblast treated media. (2) Tissue ¢ 1\ o girection would be to further characterize metabolic flux into each monosaccharide

Extraction. (3) Homogenizatinon & Cell Disruption. (4) PNGase. (5)

Derivatization (6) Hilic Cleanup. (7) MS. (8) Data Analysis. using MS" technology., also quantify metabolic flux in both additional mouse organ and in

other CDG human fibroblast cell lines.

“P H Children’s Hospital
g of Philadelphia




	Slide 1

